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Table 1. US EPA Single Sample Maximum (SSM) concentration limits for fresh water. Units represent CFU values, following the sample color scheme as the posterior  factor for each sample to calculate vary quite dramatically depending on minor variations in sampling location and
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composite probability distribution
not only reflects the uncertainty in
the laboratory procedures, it also
provides a more robust indication
of sampling variability than the
— T T T T T T geometric mean.

be easy to misrepresent the water quality. If this study were repeated by collecting
water samples from different depths, conclusions could be drawn as to how fecal
indicator bacteria quantities vary throughout the water column on a small spatial and
temporal scale.
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